I
0 10

30
Value

[ ]

™ ———

|_.|_—'—|I_||—"|——||—‘—|

| o

5

NMUONDNOOMOPAONOHNOOAONNNOANMNTONNONXMHONO LD
AHHONNNNANNNDOOANNAVOSIINNNNOOOTITONWVOWOWOWLOL0
STEITIOVOVINOOOOO0OO0O0O0O0O0O0O0O0O0O0O00O00O00O0O0O0O0O0OONANNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNY
U A e i A s s s A s A A A A A A A s S A A A A A A A A A A
Ad AT A A A AT A A A A A A A A A A A A A A A A A A A A A A A A A A A A
DDDDANDDDNDNDDANDDDANDDANNDDANDDDANDD DN D
00 00 G0 G0 00 60 G0 G0 0 G0 GO GO G0 60 G0 GO GO 0 60 61 GO G0 0 G0 GO GO G0 G0 GO GO G0 0 G0 GO €O GO 0 G0 GO O
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
(IR T T I T TR T T T T T TR T T T T I T T T T T T TR TR T T T TR TR TR T T T T T T

Samples

Group005
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Veillonella denticariosi_dispar_parvula
Veillonella dispar

Prevotella melaninogenica
Campylobacter concisus_nov_96.963%
Aggregatibacter segnis

Schaalia odontolytica

Leptotrichia sp._HMT_215

Gemella sanguinis

Veillonella tobetsuensis
Aggregatibacter sp._HMT_513
Aggregatibacter aphrophilus

Rothia mucilaginosa

Haemophilus sputorum

Eikenella corrodens

Streptococcus parasanguinis_clade_411
Streptococcus gordonii

Streptococcus oralis

Streptococcus oralis_subsp._tigurinus_clade_070
Streptococcus parasanguinis_parasanguinis_clade_721
Granulicatella adiacens

Streptococcus sanguinis

Neisseria subflava

Neisseria elongata

Neisseria mucosa

Veillonella parvula

Veillonella atypica

Fusobacterium periodonticum
Veillonella rogosae

Neisseria perflava

Porphyromonas pasteri
Campylobacter concisus
Streptococcus salivarius

Rothia dentocariosa

Klebsiella aerogenes

Raoultella planticola

Streptococcus sp._HMT_064
Salmonella enterica

Citrobacter braakii

Citrobacter murliniae

Enterobacter asburiae

Enterobacter mori_nov_97.951%
Enterobacter mori

Klebsiella pneumoniae

Enterobacter cancerogenus
Veillonella dispar_parvula

Neisseria flava

Neisseria flavescens

Streptococcus sp._HMT_423
Haemophilus parainfluenzae

Citrobacter koseri

Species



